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Identification of phyllosoma larvae of the slipper lobster (Family Scyllaridae).

6. Chelarctus aureus
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Abstract

A gilled (final) stage slipper lobster phyllosoma larva (BL = 23.8 mm) collected in the western
North Pacific (27° N, 130° E) was determined to be Chelarctus aureus using mitochondrial 16S
rDNA sequence analysis. Morphological characteristics of this larva agreed well with the final
stage larva of this species reported previously (Ueda et al. 2021). Mid to final stage phyllosoma
larvae of this species can be distinguished from those of the other congeneric species based on
their large cephalic shield width and length ratio (1.404—1.587) and the sub-rectangular shape
cephalic shield.
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Fig. 1. Ventral (A) and dorsal views (B) of whole body, and ventral views of anterior part of cephalic
shield (C) and posterior part of abdomen (D) of a final stage (VIII) phyllosoma larva (St19CA1) of
Chelarctus aureus collected in the western North Pacific. BL = 23.8 mm. Scale bar = 5 mm (A and B)

and 2 mm (C and D).
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Fig. 2. Schematic drawing of cephalic shield of
scyllarine phyllosoma larvae. A: sub-
rectangular shape, B: kidney-shape, C: sub-
pentagonal shape.
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