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Records of Macromedaeus distinguendus (Brachyura: Xanthidae) from Miyagi, Japan
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Abstract

One xanthid crab specimen was collected from Watanoha, Ishinomaki, Miyagi Prefecture, on the Pacific
coast of Japan. The specimen was morphologically identified as Macromedaeus distinguendus. The partial
nucleotide sequence of the mitochondrial COI of this specimen was determined, which was nearly identical
to those of M. distinguendus deposited in the DNA database. We found one specimen deposited in the
National Museum of Nature and Science (NSMT) collected in 1936 and a report listing it in 1985 from

Miyagi. Hereby, we confirmed the record of M. distinguendus in Miyagi Prefecture.
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Fig. 1. Ethanol fixed specimen of Macromedaeus distinguendus (young male; carapace breadth 11.0 mm X
carapace length 7.7 mm; NSMT-Cr 32167) collected from Watanoha, Ishinomaki, Miyagi. Scale bar = 1 ¢cm.
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Fig. 2. Macromedaeus distinguendus (female; carapace breadth 22.9 mm x carapace length 15.3 mm;
NSMT-Cr 19863) collected from Ayukawa, Ishinomaki, Miyagi. Scale bar = 1 cm.
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Fig. 3. Records of Macromedaeus distinguendus in Miyagi Prefecture. A, the locality of Miyagi
Prefecture (square); B, closed up view of the central and eastern part of Miyagi Prefecture. Marks of
star, circle, and triangle indicate the records of the species by the present study in 2022 (Watanoha,
Ishinomaki), Ministry of the Environment (1988) in 1985 (Cape Mekaru, Higashi-Matsushima), and
a specimen deposited at the National Museum of Nature and Science (NSMT-Cr 19863) in 1936
(Ayukawa, Ishinomaki; the position of the triangle plot is approximate because coordinates are not
available), respectively. The map was partly prepared with GMT v.6.4.0. (Wessel et al. 2019).
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