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Buldowskia shadini (Unionidae) first identified in northeastern Japan
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Abstract

A freshwater mussel, Buldowskia shadini, recently confirmed to occur in Japan, has been identified for
the first time in the Tohoku region (Tarumizu Dam in southern Miyagi Prefecture). A mussel species
morphologically similar to B. shadini was previously observed at this site in 2005, and three individuals
collected at this site in 2023 were identified as B. shadini through morphological and genetic analysis. The
Tarumizu Dam, completed in 1977, is located in a mountainous area and the watershed is not a habitat for
the mussel species that inhabit lentic waters. It was considered possible that B. shadini was accidentally

introduced with game fish such as largemouth bass Micropterus nigricans.

Key words: Buldowskia shadini, freshwater mussel; introduced species; Tohoku region
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Fig. 1. Pictures of Buldowskia shadini. Bar indicates 50 mm.
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Table 1. Shell measurements (mm) of three

specimens of Buldowskia shadini collected in this
study.

Specimen ID width
S1 121.0 76.3 55.3
S2 117.6 71.1 51.5
S3 823 49.9 45.6

length height
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35
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Buldowskia shadini (MW259994)
Buldowskia shadini (MT020535)

7| Buldowskia iwakawai(MT020523)
P 96— Buldowskia kamiyai (MT020525)

\Buldowskia flavotincta(MT020537)

100' Buldowskia flavotincta(MT020540)
- Buldowskia suifunica(MK574190)

100" Buldowskia suifunica (MK574193)

0.050

Cristaria plicata (MT020591)

Fig. 2. Maximum likelihood phylogenetic tree based on COI sequences of Buldowskia
species and Cristaria plicata as an outgroup species. Accession numbers are shown
in the parenthesis. Bootstrap values are displayed adjacent to the branches.
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