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Record of a Chinese lineage specimen of the loach
Misgurnus anguillicaudatus in Okayama City, western Japan
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Abstract

In this study, we collected an individual of the loach (Misgurnus anguillicaudatus) from the Nakahara River
of the Asahi River system in Okayama City, Okayama Prefecture. Genetic analysis of the mitochondrial
cytochrome b (cyt-b) gene of this individual revealed a haplotype identical to that of the Chinese lineage.
This haplotype has previously been reported only in Hofu City, Yamaguchi Prefecture, western Japan. The
number of branched soft rays in the dorsal fin was 7. The ratio of the length from the posterior edge of the
anal fin base to the base of the caudal fin, relative to the length from the insertion point of the pelvic fin to
the anterior edge of the anal fin base was 1.0. These morphological characteristics were consistent with those
of the Chinese lineage. Our study provides the first specimen-based record of the Chinese lineage of M.
anguillicaudatus in Okayama City. Misgurnus anguillicaudatus has been designated as Near Threatened on
the Red Lists of both the Ministry of the Environment of Japan and Okayama Prefecture, and our finding
may provide important information for conserving the native lineages of M. anguillicaudatus in Okayama
Prefecture.
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Fig. 1. Specimen of the Chinese lineage of Misgurnus anguillicaudatus collected from the Nakahara River of
the Asahi River system in Okayama City, Okayama Prefecture, Japan. White bar indicates 10 mm. Photo by
Nakajima, J.
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Table 1. Counts and measurements of the Chinese
lineage specimen OMNH-P 55528 of Misgurnus
anguillicaudatus collected in this study. X, the
length from the insertion point of the pelvic fin to
the anterior edge of the anal fin base, Y, the length
from the posterior edge of the anal fin base to the
base of the caudal fin.

OMNH-P 55528
Standard length (mm) 71.3
Counts
Dorsal fin rays 1i+7
Anal fin rays 1+5
Pectoral fin rays 1+8
Pelvic fin rays 1*+5
Caudal fin rays* 6+6
Percentage of standard length
Head length 17.8
Body depth 12.5
Predorsal length 57.6
Prepelvic length 59.6
Preanal length 72.9
Caudal peduncle length 9.8
Percentage of head length
Snout length 26.4
Orbit diameter 12.9
Interorbital width 14.6
Rostral barbel 26.9
Maxillary barbel 21.3
Mandibular barbel 29.2
X 111
Y 11.6
Y/X 1.0

*Counted only branched rays.
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Fig. 2. Sampling site of the specimen of the Chinese
lincage of Misgurnus anguillicaudatus in the
Nakahara River. Photo by Taniguchi, R. on 10 May
2024,
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