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First specimen-based record of Acheilognathus cyanostigma in Saba River system,
Yamaguchi Prefecture, Japan
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Abstract

The striped bitterling Acheilognathus cyanostigma (Cyprinidae: Acheilognathinae) is naturally distributed
from the Chubu region centered around Lake Biwa to the Chugoku region of Japan. Although this species
has been reported in the Nishiki and Saba River systems in Yamaguchi Prefecture, there are no documented
records based on voucher specimens. The present study conducted morphological and molecular genetic
analyses of specimens of this species collected from the Saba River system. The results of the molecular
phylogenetic analysis indicated that the specimens originated from an introduced population, raising
concerns about the potential negative impact on the native bitterling species in the river system.

Key words: introduced species; striped bitterling; cytochrome b; phylogenetic analysis
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A HFEDOFEE BT~ DIEA & W o T IEE XK 72
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HONT 2SR, MIRRRES i 400s 40 LT, IR
TG ARS S I K OVBIE /5 Bk G55 8
IR, ZFTEoT Tl b7, MR
DAL B OMEABEIZ E TET D LWV o bt

TR,

Aquatic Animals 2026 | June 15 | Taniguchi et al. AA2026-42



IR A A9 5 (A - NIl 2020) , AFd
X HARBEGRECT, BEWEZFLET DR
(ZE R - IR - R« RBRRF « Fnak LR -
SR UL) | HPERHS (R - IR R - B EIR) |

gt (R L) (2 BRAT2 bk - i
2020) . Kitazimaetal. (2015) 1IA FE T HFF
=D B IR AL DOEEKFR I L OREAR 17K
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B ZmHIE)  (Cladel) 2 b Sz 7 m
Z A7 (h01, h02) ZH L T\ iz, REARRLISMT
b AR H ARSI CENSSRRE S L CaR S
THY R T = Plecoglossus altivelis altivelis
DBERFEE ~DIRAR BFIZ K DRI L D
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etal. 2015; &S 2023)
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KRIZBNTC A FEL VX FTANRMER SN TE
v (JHRE - KAG 2009; §25 2015) | EEEMET =
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MR XUk
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HEICBRESNTAFEL VX3 2 Ak (Fig.
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al. (2007) BLOBO S (2026) (ZHEWVFHEGH
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10 mm

10 mm

10 mm

Fig. 1. Specimens of Acheilognathus cyanostigma
collected in Saba River system, Yamaguchi
Prefecture, Japan (A: LBM 1210062762, 53.5 mm,
B: LBM 1210062763, 55.5 mm, C: LBM
1210062809, male, 58.2 mm, D: LBM
1210062810, female, 50.0 mm in standard length).
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Acheilognathus cyanostigma
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BIRFEIR KR, 2014 4510 A 6 A, HHEEA
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[ BBA IR K %, 2014 4F 10 A 6 B, #
M A4 (Fig. 1B), C: LBM 1210062809, #,
58.2mm SL. (LA BEBAF i) 1K %, 2025 4 2
H 14 B, JEfE#LER%E (Fig. 1C). D : LBM
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Table 1. Meristic and morphometric data of Acheilognathus cyanostigma collected in Saba River system,

Yamaguchi Prefecture, Japan.

LBM 1210062762 LBM 1210062763

LBM 1210062809 LBM 1210062810

Counts
Dorsal fin rays 1i+8 i+8 11+8 11+8
Anal fin rays 1+8 1i+8 1i+8 1i+8
Number of pored scales in lateral line 36 37 37 37
Scales above lateral line 6 6 6 6
Scales below lateral line 4 4 4 4
Measurements
Standard length (SL. mm) 53.5 555 58.2 50.0
% SL
Body depth 314 313 26.2 26.2
Head length 23.1 21.6 22.1 23.6
Predorsal length 51.7 47.5 45.1 49.0
% Head length
Orbit diameter 28.2 18.9 31.0 32.2
% Orbit diameter
Snout length 68.5 68.2 75.0 65.7

IR, (RRITHEE DN 5, BTN S
<k, WmIToR0R Y L NS S TAICALE
L. BONFIE 1 T & b T < JEBRY, Al fL
&t BN HMTHE L AL O BRI
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L7= (1,123/1,125bp) ., BLAST 52 DAERE. 1 i
& (LBM1210062809: LC933352) DOEHIIZ i b3
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W BNAKREDA FE L VX FITHKOLDT
(AB819566: haplotype 02 sensu Kitazima et al. 2015)
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LTV 5 3 %% (Clades 1-3: Kitazima et al. 2015)
DH B Clade 1 IZET 52 ENRSINTZ,

R
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Fig. 2. Maximum likelihood tree for Acheilognathus
cyanostigma and related species based on partial cyth
sequence data (1,008 positions). The corresponding
INSDC registration number, the prefecture and
location of collection are shown. The haplotype (h)
number described in Kitazima et al. (2015) is shown
in parentheses, and the sequenced data determined in
this study are indicated in bold. The tree includes
results for SH-aLRT/UFBoot supports (> 50%). Scale
bar represents units of length in expected
substitutions.

Acheilognathus cyanostigma

[ LC933353 Yamaguchi, Saba River
AB819565 Shiga, Kinomoto (h01)
AB366449 Aichi, Kiso R.
AB819568 Gifu, ljira R. (h04)
AB239347 Shiga, Kinomoto
AB819570 Shiga, Kinomoto (h06)
AB819571 Fukui, Mikata Lake (h07)
LC792260 Tochigi
LC384238 Hyogo, Yumesaki R.
AB819566 Shiga, Kohoku (h02)
LC415126 Hyogo, Yumesaki R.
AB819567 Aichi, Ichinomiya (h03)
AB109008 Kumamoto, Ezu L.
LC933352 Yamaguchi, Saba R.
LC633724 Shiga, Ooishi R.
LC384240 Hyogo, Yumesaki R.
LC384239 Hyogo, Yumesaki R.
LC415127 Hyogo, Yumesaki R.
LC415123 Hyogo, Yumesaki R.
LC384237 Hyogo, Yumesaki R.
LC415125 Hyogo, Yumesaki R.
LC384235 Hyogo, Yumesaki R.
LC415128 Hyogo, Yumesaki R.
AB819569 Gifu, Ijira R. (h05)
AP013346 No Data
AB819574 Gifu, Ijira R. (h10)
KF410714 No Data
AB819575 Kyoto, Yura R. (h11)
AB819573 Hyogo, Kako R. (h09)
LC384234 Hyogo, Yumesaki R.

62/66,

80/89

Clade 1

98.7/98|

76.6/84

92.5/95

50.6/69)

99.4/100

100/100 LC415124 Hyogo, Yumesaki R.

LC384233 Hyogo, Yumesaki R.
LC41512 Hyogo, Yumesaki R.
LC415122 Hyogo, Yumesaki R.
LC384236 Hyogo, Yumesaki R.
AB819572 Kyoto, Yura R. (h08)
AB239348 Mie, Matsusaka
HQ113263 Japan

AB819577 Mie, Matsusaka (h13)
AB819576 Mie, Matsusaka (h12)
AB620134 Mie, Matsusaka
LC633700 Mie, Matsusaka

- HQ113262 Japan

Clade 2

94.7/98

Clade 3

99.9/100; AB109001 Acheilognathus rhombeus

L AB109003 Acheilognathus rhombeus

0.03
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9947700 99.5/1001 AB872046 Acheilognathus tabira jordani
' _i ABB872047 Acheilognathus tabira jordani
———— 94.2/%6 AB109006 Acheilognathus tabira tabira
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AEHCENIORFE S L CHR SN TR Y (P
5 2023), K& LT, EREWPET = s i~
DIRAL | BHRICE DB FRENTND
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Opsariichthys uncirostris uncirostris .
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